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• GIScar allows in one experiment the identification of BRCA variants and HRD score 
computation 

• The tumor classification by GIScar is correlated to olaparib efficacy assessed by PFS
• We reduce by more than 90 % (4 versus 47) the number of inconclusive cases

Conclusions
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Genomic Instability Clinical trial PAOLA-1* and the initial results

*PAOLA-1 trial (NCT02477644) sponsored by ARCAGY-Research
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HRD positive, excluding tBRCAm

Tumor collections

Internal recruitment, N = 144  to 
adjust the model to Myriad results 

(30 missing data from Myriad)

External recruitment, N = 86 to 
assay the robustness of GIScar in  

other laboratories

Samples from PAOLA-1, N = 469 to 
validate the predictions of GIScar

on Olaparib answer

Accuracy = 93 % (106/114)
Sensitivity = 94 % (48/51)
Specificity = 92 % (58/63)

N = 114 tumors

Accuracy = 90 % (77/86)
Sensitivity = 86 % (37/43)
Specificity = 93 % (40/43)

N = 86 tumors
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GIScar reduces the number of inconclusive HRD tumor status compared to Myriad classification

GIScar Positive GIScar Negative
Overall survival

Progression free survival data on discordances between Myriad Genetics® and GIScar

Correlation between Myriad Genetics® and GIScar % of agreement Myriad Genetics® and GIScar

Accuracy = 89 % (378/423)
Sensitivity = 93 % (222/240)
Specificity = 86 % (156/183)

N = 469 tumors

• Thanks to all the patients and their families, investigators, CRA and pathologists of each sites. Thanks
to ARCAGY GINECO Central laboratory and Translational Research Team that allowed this research
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Progression Free survival Overall survival

Survival data on PAOLA-1 data, N = 469
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GIScar on Myriad missing data (N = 43)
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